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u 



OIPE 



RAW SEQUENCE LISTING 

PATENT APPLICATION: US/0 9/960 , 4 2 8 



DATE: 03/06/2002 
TIME: 12:56:31 



Input Set : A:\SEQUENCE LISTING.txt 
(Output Set: N:\CRF3\03062002\I960428 .raw 

3 :110^ APPLICANT: Roche Diagnostics GmbH 

5 :120:~ TITLE OF INVENTION: Method for producing an active heterodimeric AMV-RT in 
prokaryotic cells 

^ :130: FILE REFERENCE: 5272 /00/ 
c __> 9 <14Q> CURRENT APPLICATION NUMBER: US/0 9/9 6 0 , 4 2 8 



C--> 10 


<141> 


CURRENT FILING DATE: 


2001-09-21 






12 


■ ! M! • 


NUMBER OF SEQ ID NOS 


: 2 2 






14 


- J - 


SOFTWARE: Patent In V 


sr. 2.1 






lh 


• 210- 


SEQ ID NO: 1 








17 


-:j 11- 


LENGTH: 3S 








18 


-;212- 


TYPE: DMA 








10 


-:213 


ORGAN I SM : Art L f i cla 1 


Sequence 






21 


- :220 ■• 


FEATURE: 










■ : J2 3 ■ 


OTHER I N FORMAT I" ON : D 


ascription of 


Art i f icia 1 


Sequence: Prime.i 


2 4 




SEQUENCE: 4 








■ 1 c 


gaUja 


^tgga attcatqact gttg 


:gctac atctgg 








• J 1 ') • 


SEQ ID NO: 2 








2 H 


• J 1 r 


LENGTH : 4 0 








2 0 


-:J12> 


TYPE: DNA 








3 i'i 


CJl 3 v 


ORGANI SM : Art L f i cia 1 


Sequen ce 






3 2 


• j20 • 


FEATURE : 








3 3 




OTHER INFORMATION: D 


ascription of 


Art i f icia 1 


Sequence: Primei 


3 5 


4 0 0 > 


SEQUENCE : 2 









3 8 



3h gatgactgct gcagttatta tgcaaaaaga gggctcgcct 



4 0 



3 8 



J10> SEQ ID NO: 3 
3'.' -:-Ml-- LENGTH: 4 1 
4i'i -:Jl2> TYPE: 10NA 

41 • J ]. 3 - ORGANISM: Artificial Sequence 
4 3 J 2 0 > FEATURE!: 

44 -.22 v- OTHER INFORMATION: Description of Artificial Sequence: Primer 
4*. <4 0 0 - SEQUENCE: 3 

4 7 aatqactgct gcagttatta atacgcttga aaggtggctt g 4 1 

4'* 21'") SEC 1 ID NO : ■! 

1.1 - LENGTH: 171 m 
r O. -212 • TYPE: DNA 

13 ■ (ORGANISM: A"ian Myeloblastosis Virus 
[ M -:40i) SEQUENCE: 4 



r r 


a ctgt tgcgc 


tacat 


rtgge 


ta ttccgctc 


aa a tggaa go 


caaaccac a c 


gcctgtgtgg 


6 0 


C "i »■ 


atf gaccagt 


ggecc 


cttcc 


tgaaggtaa a 


cttgtagcgc 


taacgcaatt 


agtggaaaaa 


120 


[ i 7 


gaattaeagt 


tagga 


cu t a t 


agaucct tc a 


cttagttgct 


ggaacacacc 


tgtctttgtg 


130 


OH 


atccggaagg 


cttcc 


WOt. : 


ttatcgcttu 


ttgca tgact 


tgcgcgctgt 


taacgctaa g 


240 


0 ' ' 


c f tgttcctt 


ttggg 


.,->.,>+- 

A ' , ^ <-) i_ 


ccaacagggg 


■j *- 'rl yj L 


tctccgcgct 


cccgcgtggc 


3 00 


6(i 


tgucccctga 


tggtc 


ctaga 


cc tcaagga t 


tgcttctttt 


ctattcctct 


tgcggaacaa 


3 60 


61 


gatcgcgaag 


cttttgcatt 


tacgctoccc 


tctgtgaata 


accaggcccc 


cgctcgaaga 


4 20 
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RAW SEQUENCE LISTING DATE: 0 3/0 6/2 0 0 2 

PATENT APPLICATION: US/09/960,428 TIME: 12 :5b: 31 

Input Set ; A:\SEQUENCE LISTING.txt 
output Set: N:\CRF3\03062002\l960428.raw 

h2 ttccaatgga aggtcttgcc ceaagggatg acctgttctc ccactatctg tcagttgata 4 HO 

■ ^ gtgggtcaaa tacttgagcc cttgcgactc aagcacccat ctctgcgcat gttgcattat 54() 

•.4 atggatgatc ttttgctagc cgcctcaagt catgatgggt tggaagcggc aggggaggag bOO 

h r » gttatcagta cattggaaag agccgggttc accatttcgc ctgataaggt ccagagggag bt.o 

ub eccggagtac aatatcttgg gtacaagtta ggcagtacgt atgtagcacc cgtaggcctg ^20 

h"' gtagoagaac ccaggatagc caccttgtgg gatgttcaga agctggtggg gtcacttcag "Bo 

h8 tggcttcgcc cagcgctagg aatcccgcct cgactgatgg gcccctttta tgagcagtta H4o 

hH ogagggtcag atcctaacga ggcgagggaa tggaatotag acatgaaaat ggcctggaga gOO 

^u gagatcgtge agctcagcac cactgctgcc ttggaacgat gggaccctgc cotgcotetg '^Ml 

"21. gaaggagcgg tcgctagatg tgaacagggg gcaatagggg tcctgggaca gggactgtcc 10 2 0 

^2 aeacacccaa ggccatgttt gtggttattc tccacccaac ccaccaaggc gtttaotgct .1.080 

tugttagaag tgcteaccct tttgattaot aagctacgtg cttcggcagt gcgaaecttt 1140 

~M gueaaggagg ttgatatcct ectgttgect gcatgctttc gggaggacct tccgctcccg 12(>o 

g.iggggatcc tgttagccct tagggggttt gcaggaaaaa tcaggagtag tgacacgcca 1.2^0 

tctatttttg acattgcgeg tccactgoat gtttctctga aagtgagggt taccgaccac 1 <20 

oct jtaccgg gaeccactgt ctttaccgac gcetcctcaa gcacccataa gggggtggta l J ,8o 

gtctggaggg agggcccaag gtgggagata aaagaaatag ctgatttggg ggcaagtgta. 144n 

■■- 7 M eaacaactgg aagcacgcgo tgtggccatg gcacttetgc tgtggecgae aacgcccact .Lonn 

Hn aatgtagtga ctgactctgc gtttgttgcg aaaatgttac tcaagatggg gcaggaggga 1-~mi 

81 gtcccgtcta eagcggcggc ttttatttta gaggatgcgt taagccaaag gtcagceatg LbJn 

8J gecgccgttc tecacgtgcg gagtcattet gaggtgccag ggtttttcac agaaggaaat icyn 

H _ J , gacgtggcag atagccaagc cacctttcaa gcgtat i." 7 .! 





.: 1 o 


SEO ID NO: 5 












Hh 


A 11 ■ 


LENGTH : 2 5 74 












8^ 


o212 ■ 


TYPE : 


DNA 












8 8 


• : j n ■ 


jRGANLSM: Avian 


Myeloblastosis Virus 








0 


•-•10 o •• 


SEQUENCE : 5 












'.-vi 


aetgtt 


lege 


tacatct ggc 


tattccgctc 


aaa tggaagc 


caaaccacac 


gcctgtgtgg 




1 H J 


attgac 


e ag t 


ggccccttec 


tgaaggt aaa 


ettgtagege 


taaegcaatt 


agtggaaaaa 


1JO 




gaa tta 


:agt 


taggaeatat 


agaaccttca 


ettagttget 


ggaacacacc 


tgtctttgtg 


18o 


'-4 


atecgg 


aagg 


ettoegggtc 


ttategctta 


ttgeatgact 


tgcgcgctgt 


taacgctaag 


24') 




ettgtt 


cctt 


ttggggecgt 


ccaacagggg 


gcgccggttc 


tctccgcgct 


cccgcgtggc 


3 1) (i 


' A b 


tggccc 


etga 


tggtcctaga 


cctcaagga t 


tgcttctttt 


ctattcctct 


tgcggaacaa 


ihn 




gatcgc 


iaa.g 


cttttgeatt 


tacgctcccc 


tctgtgaata 


accaggcccc 


cgctcgaaga 


1 ju 


8 


ttccaa 


tgga 


aggtcttgcc 


ccaagggatg 


acctgttctc 


ccactatctg 


tcagttgata 


48o 


■j ■ t 


gtgggt 


?. a a. a 


tacttgagcc 


cttgcgactc 


aagc a cccat 


ctctgcgca t 


gttgeattat 


t>4 0 


1' J 0 


a tgga 


tg a. te 


ttt tgetage 


cgcctca agt 


catgatgggt 


tggaagcggc 


aggggaggag 


ti ( ) 1 1 


ll-l 


gttat 


e agta 


cat tggaaag 


agccgggttc 


accatttcgc 


ctga taaggt 


ccagagggag 




1"2 


cecgg 


5i g tae 


aata tcttgg 


gtacaagt ta 


ggcagtacgt 


a tgtagcacc 


cgtaggcctg 


7 j ( i 


lu.< 


gtagc 


agauc 


ccaggatagc 


caccttgtgg 


ga tgttcaga 


agctggtggg 


gtcacttcag 


''Hi' 


lu4 


tggct 


tegee 


cagcgotagg 


a a tcccgcct 


cgactgatgg 


gcccctt tta 


tgagcagtta 


84u 


i< ■ r. 


'^4agq 


rteag 


a tcctaacga 


ggcgagggaa 


tggaa tctag 


acatgaaa at 


ggcctggaga 


■iuu 


li't, 


gagat 


-gtgc 


age tcagcac 


cactgctgcc 


ttggaacgat 


gggaccct jc 


cctgcctctg 




iir 


gaagg 


agegg 


tcgctagatg 


tgaacagggg 


gcaatagggg 


tcctgggaca 


gggactgtcc 


lu-0 


1"H 


acaca 


eeeaa 


ggccatgttt 


jtggttattc 


tccacccaac 


ccacc aaggc 


gtttactget 




1<IM 


tggtt 


aga ag 


tgcteaccct 


tttga ttact 


aagcta cgtg 


etteggcagt 


gcgaiccttt 


1 14 0 


1 1.0 


gg caa 


jgagg 


ttgatatcct 


cctgttgcct 


gcatgctttc 


gggaggacct 


tccgctcccg 


1 JoO 



11.1. gaggggatcc tgttagccct tigggggttt gcagga.aaaa tcaggagt-ag tgacacgcca lJt'.O 
11. J tctatttttg acattgegeg tcoactgeat gtttctctga aagtgagggt taccgaccac 1320 
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RAW SEQUENCE LISTING 

PATENT APPLICATION: US/0 9/9 6 0 f 4 2 8 



DATE: 0 3/06/2 002 
TIME: 12 : 5* : 31 



Input Set : A:\SEQUENCE LISTING . txt 
Output Set N:\CRF3\03062002\I960428.raw 



113 
114 
IIS 
lib 
1 1" 
118 
110 
120 
121 
12 2 
123 
12 4 
12 5 
12*. 
12" 

12 H 
12'H 
1 <u 
1 < 1. 
1 } 2 
1 < < 

13 r > 
1 <h 
1 J " 7 
1 < H 
14') 

14 !- 
14 2 
114 
1 1 5 
14 7 

14 3 
lS'-i 
l r O. 
1 : ^ i 

1 5 4 
156 
1:^ 
153 

1»,D 

If. 2 

l'i : i 
lhh 
lh3 
IhO 
1 7 L 
1 7 2 
174 



cctgtacegg gacccactgt ctttaccgac gectcctcaa 



gtctggaggg agggcecaag 
caacaactgg aagcacgcgo 
aatgtagtga etgactotge 
gtoeegtota cagcguogge 
gccgecgtte tecacgtgcg 
gacgtggcag atagceaagc 
earaocgetc tocatat egg 
,-aggetaggg aggttgttca 
qgggtaaacc etaggggttt 
ectaqaatgg ctcccegttc 
utegtaaeto 

utc gecgttt tgggaagacc 
aaa t:cacgc gagagtggct 
a a t z. ■ : c c a g g g t: c a a g o t a t 
gtgettgegg agggggatgg 
Lt agecaagg eaatgtatgc 



g tgggaga ta a a ag aaa tag 
tgtggcea tg gcacttctgc 
gtttgttgcg aaaatgttae 



ttttatttta 
gagtcattc t 
<;acctt :caa 
a cc cog eg eg 
gacctgcccg 
gggaccceta 
ctggctcget 
agcatggccg tg tea cat eg 
aaaggeca ta 



gaggatgegt 
gaagtgcc ag 
gogtatocct 
ctateeaaag 
cattgtaatt 
oaga tatgg c 
g ttactgtgg 
gt tgetgeae 
aaaacagata 
ogegagatg j gggatagcac 
ggtagagegg gocaacoggc 
ctttatgaaa agaatoocca 
ccttaatcac tttgagcgtg 



itacaaaaac aotggaqacc tacegttett acagaaggac 
jagaeagggg agtggg-iaaa aggatggaac gtgctqgrct 
jtgaaaaaca gggacaotga taaggttatt tgggtaccct 
itcgeccaaa agga tgaggt gactaagaaa gatgaggoga 
2 1 " ■ SE'2 ID NO : 6 
LENGTH : 372 
TYPE: PP. 5 

ORGANISM: Avian Myeloblastosis Virus 
SEQUENCE : 6 

Ala Leu His Leu Ala lie Pro 



gcacccataa 
ctgatttggg 
tgtggccgac 
tcaagatggg 
taagccaaag 
ggtttttcac 
tgagagaggc 
cgtgtaa tat 
cagcccc tgc 
agacagactt 
ataccgcctc 
aacatcattg 
atgggtcctg 
acac cacegg 
tcctgaaaga 
ccagcaaaca 
gtgaaaacac 
cc c cggttaa 
ggggacgagg 
ctcgaaaagt 
gccctctttt 



ggggqtggta 
ggcaagtgta 
aacgecca ct 
gcaggaggga 
gtcagccatg 
agaa ggaaat 
taaagatctc 
atetatgeag 
gttggaggcc 
taca ctagag 
atetgegata 
ggocaogget 
ettcaegtet 
gattcegggt 
taaga tcogt 
ggqggaaota 
aaaaacaccg 
aatacgaata 
ttatgeaget 
taaaceggae 
tgc a 



:21 I 

2 1 2 

2 1 s 
- 4 0 0 

Thr Val 
1 



Thr 
Ala 
Pro 
S^r 
Leu 



Pro Val Trp 



I le 



Leu Ala 
Asp Gin 



Sei 
'3 0 
Gly 



1 hr 

3 5 
Leu 



In Leu Val Glu 



Ser 



ys Trp 



Ser Tvr Arg 



Val Pro Ph 



Leu 

7 0 

GLy Ala 
3 5 



Asn 
55 
Leu 



Trp 

Lys 
4 0 
Thr 



Pro 
2 5 
Glu 



Leu 
10 
Leu 

Leu 



Pro Val 



Lys 
Pro 
Gin 
Phe 



Trp Lys Pro 
G lu 
Leu 



His Asp 
Val Gin Gin 



Leu Pro Arq 



Leu Arg 
7 5 

G 1 y Ala 

;jo 

Leu Asp 



Phe 

L"U 

Val 
1 4 5 
Val 



1 it 
1 1 c 



io ■: 

Pr<: 



M-t Leu His lor 



Trp Pro Leu Met Va 1 
10 ~ 1 

Leu ALa Glu Gin Asp Arg Glu 

120 

Ser Val Asn Asn Gin Ala Pro ALa Arg 
135 

Pro Gin GLy Met Thr Cys Ser Pro Thr 
T50 155 

Leu Glu Pro Leu Arg Leu Lys 
1 6 5 1 1 0 

Met Asp Asp Leu Leu Leu Ala 



Pro 

1 3 0 
Leu 



GLv Gin lie 



Val 
6 0 
Ala 

Pro 

Leu 

Ala 

Arg 
14 0 
He 

His 

Ala 



Gly Lys 
30 

Gly His 
4 5 

He Arg 

Val Asn 

Val Leu 

Lys Asp 
110 

Plie Ala 
12 5 

Pile Grn 

Cys Gin 

Pro Ser 

Ser Ser 



Asn His 
15 

Leu Val 

Tie Glu 

Lys Ala 

Ala Lys 
80 

Ser Ala 
9 5 

Cys Phe 

Phe Thr 

Irp Lys 

Leu He 
160 
Leu Arg 
17 5 

His Asp 



1380 
144 0 
1 5 0 0 
1560 
lr 20 
It HO 
174(1 
1 8 U ( > 
1 $ f > ( ) 
l':02 0 
1 ' " H 0 
2<'4 0 
Inn 
hil 
2 ' 1 
3 ! 1 
/S4'i 
4-'<> 

4*;o 

52 0 
574 



file://C:\Crf3 \OutholdWsrI960428.htm 



3/6/02 




Page 4 of 7 



RAW SEQUENCE LISTING DATE : 0 3/06/2002 

1 ATENT APPLICATION: US/09/960 , 428 TIME: 12:56:31 

Input Set : A:\SEQUENCE LISTING.txt 
Output Set: N:\CRF3\03062002\I960428.raw 



H5 180 1B5 190 



1 ' ■' 


G 1 v 


Leu 


G 1 u 


Ala 


Ala 


Gly 


Glu 


G 1 u 


Va 1 


I le 


Ser 


Thr 


Leu 


Glu 


Arg 


Ala 


1 "8 






1 9 5 










200 










20 5 








1 H(> 


Gly 


Phe 


Thr 


I le 


Ser 


Pro 


Asp 


Lys 


Val 


Gin 


Arg 


Glu 


Pro 


G I y 


Val 


G 1 n 


1:3 1. 




2 10 










215 










220 










1-3 


Ty r 


Leu 


G Ly 


I yr 


Lys 


Leu 


Gly 


Ser 


Thr 


Tyr 


Val 


Ala 


Pro 


Va L 


Gly 


Le i 


184 


22 3 










2 30 










2 35 










2 4 0 


1 ;3 f . 


Va i. 


Ala 


Glu 


Pro 


Arg 


He 


Ala 


Thr 


Leu 


Trp 


Asp 


Val 


G 1 n 


Lys 


Leu 


Va 1 


14 ' 










24 5 










250 










255 




H< 


^ 1- 7 


Se r 


Leu 


Gin 


Trp 


Leu 


Arg 


Pro 


Ala 


Leu 


Gly 


He 


Pro 


Pro 


Arg 


Leu 


l'^'i 








2 6 0 










2r,5 










2 7 0 






l 1 "".. 


Me r 


G i v 


Pro 


Phe 


Tyr 


Glu 


G 1 n 


Leu 


Arg 


Gly 


Ser 


A sp 


Pro 


Asm 


G Lu 


A La 


1 '-f < 






27 5 










280 










28 3 








1 '5 


Arq 


G 1 \ i 


Trp 


A s n 


Leu 


Asp 


Met 


hys 


Met 


Ala 


Trp 


Arg 


G 1 u 


I hi- 


Val 


GLn 


l''r, 




2 9 ( > 










2 9 5 










3 0 0 










1^8 


Lou 


Se r 


Thr 


T hr 


Ala 


Ala 


Le u 


G Lu 


Arg 


Trp 


Asp 


Pro 


Ala 


Leu 


Pro 


Leu 




30 5 










310 










315 










3 20 


2 1 1 i. 


G Lu 


G ly 


AT a 


Val 


Ala 


Arg 


Cys 


G lu 


G i n 


Gly 


Ala 


He 


Gly 


Va 1 


Leu 


Gly 


2 ; ) ..: 










325 










330 










335 




JO} 


Gin 


G ly 


Leu 


Ser 


Thr 


His 


Pro 


Arg 


Pro 


Cys 


Leu 


Trp 


Leu 


Phe 


Ser 


Thr 


J 1 1 1 > 








3 4 0 










3 4 5 










35') 






J 0 7 


(3 Lu 


Pro 


Th r 


Lys 


Ala 


Phe 


Thr 


Ala 


Trp 


Leu 


Glu 


Val 


Leu 


Thr 


Leu 


Leu 


20 8 






3 5 5 










3 60 










.?■ 6 5 








2 1. o 


r 1 e 


Thr 


Lys 


Leu 


Arg 


Ala 


Ser 


Ala 


Va 1 


Arg 


Thr 


Phe 


Gly 


Lys 


G -L u 


Va J 


2 .:. .1. 




3 7 0 










3 v 5 










3 80 










J 1 3 


Asp 


lie 


Leu 


Leu 


Leu 


Pro 


Ala 


Cys 


Phe 


Arg 


Glu 


Asp 


Leu 


Pro 


Leu 


Pro 


' 1 4 


38 5 










3 9 0 










3 95 










4 0 0 


Jit. 


Glu 


Gly 


I le 


Leu 


Leu 


Ala 


Leu 


Arg 


Gly 


Phe 


Ala 


Gly 


Lys 


He 


Arg 


Ser 


J I 7 










4 05 










410 










415 




Jl 9 


Ser 


Asp 


Thr 


Pro 


Ser 


He 


Phe 


Asp 


IJ e 


Ala 


Arg 


Pro 


Leu 


His 


Val 


Ser 


j j (i 








420 










41 5 










4 3d 






J 22 


Leu 


Lys 


Val 


Arg 


Val 


Thr 


Asp 


His 


Pro 


Va L 


Pro 


Gly 


Pro 


Thr 


Val 


Phe 


2 23 






43 5 










440 










44 5 








2 2 5 


Thr 


Asp 


Ala 


Ser 


Ser 


Sei- 


Thr 


His 


Lys 


Gly 


Val 


Val 


Val 


Trp 


Arg 


Glu 


2 2 6 




4 5 0 










4 5 5 










4 6>) 










2 28 


G.iy 


Pro 


Arg 


Trp 


Glu 


ne 


Lys 


Glu 


He 


Ala 


Asp 


Leu 


Gly 


Ala 


Ser 


Va 1 


2 2 9 


4 f- 5 










470 










475 










4 8 0 




G.l.n 


Gin 


I.eu 


Glu 


Ala 


Arg 


Ala 


Val 


Ala 


Met 


Ala 


Leu 


Leu 


Leu 


Trp 


Pre. 












48 5 










490 










4 95 




2 34 


Thr 


Thr 


Pro 


Thr 


Asn 


Val 


Val 


Thr 


Asp 


Ser 


Ala 


Phe 


Val 


Ala 


Lys 


Met 


' ' J , 5 








5 0 0 










505 










510 






2' " 


Leu 


Leu 


Lys 


Met, 


Gly 


Gin 


Glu 


Gly 


VaL 


Pro 


Ser 


Thr 


Ala 


Ala 


Ala 


Phe 


2 4 0 


: 1 e 


Leu 


Glu 


Asp 


Al a 


Leu 


Ser 


G 1 n 


Arg 


Ser 


Ala 


Met 


Ala 


Ala 


Val 


Leu 


2 4 1 




5 3 0 










53 5 










5 4 0 










24 3 


His 


Va 1 


Arg 


Ser 


His 


Ser 


Glu 


Val 


Pro 


Gly 


Phe 


Phe 


Thr 


Glu 


Gly 


Asn 


14 4 


5 4 5 










550 










555 










56 0 


246 


Asp 


Val 


Ala 


Asp 


Ser 


Gin 


Ala 


Thr 


Phe 


Gin 


Ala 


Tyr 











2 4 7 56 5 57 0 
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RAW SEQUENCE LISTING DATE: 03/06/2002 

PATENT APPLICATION : US/0 9/96 0 , 4 2 8 TIME: 12:56:31 

input Set : A:\SEQUENCE LISTING . txt 
Output Set : N : \CRF3\0 306200 2\I96042 8 . raw 

2 4 ( ^ <210; SEQ ID NO: V 

z50 Oil:- LENGTH: 858 

HI - J ] 2 TYPE : PPT 

252 o2 13:- ORGANISM: Avian Myeloblastosis Virus 



254 HOC):- SEQUENCE: 7 



" i rr 


Thr 


Val 


Ala 


Leu 


His 


Leu 


Ala 


He 


Pro 


Leu 


Lys 


Trp 


Lys 


Pro 


Asn 


His 


2 5 


1 


















10 










15 




2 5 8 


Thr 


Pro 


Val 


Trp 


i: le 


Asp 


Gin 


Trp 


Pro 


Leu 


Pro 


Glu 


Gly 


Lys 


Leu 


Va.L 


2 5 0 


















2 5 










3 0 






2M. 


Aid 


Leu 


Thr 


G 1 n 


Leu 


Val 


Glu 


Lys 
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